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V-1 Introduction

The HIV-1/SIVcpz protein alignments contain the same se-
quences as the complete nucleotide alignment, but they are an-
notated in more detail.
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HIV-1/SIVcpz Proteins Annotated features

V-2 Annotated features

Features of HIV-1 annotated in the alignment that follows.

Feature Protein Location Page

Gag start, p17 start Gag 1 310

membrane binding Gag 1-30 310

nuclear localization Gag 11-35

nuclear localization Gag 106-116

phosphorylation site Gag 112

pl7 end Gag 132

p24 start Gag 133 310

CyPA binding Gag 205-241

major homology region Gag 285-304

p24 end Gag 364 314

p2 start Gag 365

p2 end Gag 377 314

p7 start Gag 378

Zn motif Gag 392-404

Zn motif Gag 413-425

p7 end Gag 432

pl start Gag 433

pl end Gag 448 314

po start Gag 449

Vpr binding Gag 455-460 314

Vpr binding Gag 489-494

p6 end, Gag end Gag 501

Gag-Pol TF start Pol 1 318

Gag-Pol TF end Pol 56

protease start Pol 57

protease end Pol 155

p66, p51 RT start Pol 156

L M41L Pol 196 320
= D67N Pol 222
o) K70R Pol 225
2 5 D110 catalytic site Pol 265
R polymerase motif Pol 337-342
T215Y Pol 370 322

K219Q Pol 374

p51 RT end Pol 595

p15 RNase H start Pol 596 324

p66 RT, p15 Rnase Hend  Pol 715

p31 Integrase start Pol 716

p31 Integrase end Pol 1003

Pol end Pol 1003

Vif start Vif 1 332

Vif end Vif 192

Vpr start Vpr 1

oligomerization Vpr 2-43 336

amphipathic a-helix Vpr 16-34

H(S/N)RIG motifs Vpr 73-84 336

frameshift in HXB2 Vpr 72

Vpr end in HXB2 Vpr 79 336
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Feature Protein Location Page

Vpr end Vpr 97 336

Tat start Tat 1

disulfide bonding Tat 22-37 338

NLS Tat 49-57

exon 1 end Tat 72

exon 2 start Tat 73 338

Tat end Tat 101

Rev start Rev 1 340

exon 1 end Rev 25

exon 2 start Rev 26

NLS Rev 34-49 340

Leu-rich effector domain ~ Rev 75-83

Rev end Rev 116

Vpu start Vpu 1

transmembrane domain Vpu 1-27

cytoplasmic domain Vpu 28-82 342

o-helix Vpu 31-49

phos Vpu 53

phos Vpu 57 342,

a-helix Vpu 59-72

Vpu end Vpu 83 342

Env start Env 1

signal peptide Env 30

gp120 start Env 31 346

glycosylation NVT Env 83-90

\%! Env 131-156

glycosylation NDT Env 136-138

glycosylation NSS Env 141-143

glycosylation NCS Env 156-158 348

V2 Env 156-196

glycosylation NIS Env 160-162

glycosylation NDT Env 186-188 348 N
glycosylation NTS Env 197-199 g .,
glycosylation NKT Env 230-232  [348 Z £
glycosylation NGT Env 234-236 =9
glycosylation NVS Env 241-243 = &
glycosylation NGS Env 262-264 3438 +
glycosylation NFT Env 276-278

glycosylation NTS Env 289-291

glycosylation NCT Env 295-297

V3 Env 296-331

glycosylation NNT Env 301-303 350

V3 tip Env 312-315

glycosylation NNT Env 339-341

glycosylation NKT Env 356-358 350

CD4 Env 368

CD4 Env 370

\Z Env 385-418

glycosylation NST Env 386-388

glycosylation NST Env 392-394 350

glycosylation NST Env 397-399

glycosylation NNT Env 406-408

CD4 Env 427 352
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HIV-1/SIVcpz Proteins Sequences

Feature Protein Location Page
CD4 Env 429 2
CD4 Env 438 2
glycosylation NIT Env 448-450 352
V5 Env 460-471
glycosylation NES Env 463-465
fusion peptide Env 510-527 352
gp120 end Env 511
gp41 start Env 512 352,
immunodominant region  Env 588-607
glycosylation NAS Env 611-613
glycosylation NKS Env 616-618 354
glycosylation NHT Env 624-626
glycosylation NYT Env 637-639
glycosylation NGS Env 750-752
glycosylation NAT Env 816-818
gp41 end Env 857 358
Env end Env 857
Nef start Nef 1
myristoylation Nef 2-7 360
acidic cluster Nef 62-65
poly-P helix Nef 69-78 360
phos Nef 77
phos Nef 81
HXB2 premature Nef end Nef 124 360
normal Nef end Nef 207 362
V-3 Sequences
Sequences included in the HIV-1 protein alignments.
Name Accession  Proteins Author Reference
B.FR.83.HXB2 K03455 All van Beveren, C.P. (in) Weiss,RL, Teich,N, Varmus,H

and Coffin,J(Eds); RNA TUMOR
VIRUSES, SECOND EDITION, 2,
Vol 2: 1102-1123; Cold Spring
Harbor Laboratory, Cold Spring
Harbor (1985)
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A1.GE.99.99GEMZ011 DQ207944| Al Zarandia, M. ARHR 22(5):470-476 (2006)
A1.KE.00.KER2008 AF457052] Al Dowling, W.E. AIDS 16(13):1809-1820 (2002)
A1.KE.00.KNH1144 AF457066,  All Dowling, W.E. AIDS 16(13):1809-1820 (2002)
A1.KE.00.KSM4024 AF457077, Al Dowling, W.E. AIDS 16(13):1809-1820 (2002)
A1.KE.00.MSA4069 AF457080  All Dowling, W.E. AIDS 16(13):1809-1820 (2002)
A1.KE.00.NKU3005 AF457089, All Dowling, W.E. AIDS 16(13):1809-1820 (2002)
A1.RU.00.RU00051 EF545108] Al Thomson, M.M. ARHR 23(12):1599-1604 (2007)
A1.RW.93.93RW_024 AY713406/ All Brown, B.K. J Virol 79(10):6089-6101 (2005)
A1.SE.95.SE8891 AF069673  All Carr, J.K. AIDS 13(14):1819-1826 (1999)
A1.SE.95.UGSE8131 AF107771]  All Carr, J.K. AIDS 13(14):1819-1826 (1999)
Al1.TZ.01.A173 AY253305 Al Arroyo, M.A. ARHR 20(8):895-901 (2004)
A1.UA.01.01UADN139 DQ823357, Al Saad, M.D. ARHR 22(8):709-714 (2006)
A1.UG.92.92U0G037 AB253429  All Sakamoto Unpublished
A1.UG.99.99UGA07072 AF484478  All Harris, M.E. ARHR 18(17):1281-1290 (2002)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=K03455
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ207944
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF457052
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF457066
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF457077
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF457080
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF457089
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF545108
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY713406
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF069673
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF107771
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY253305
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ823357
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB253429
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF484478

Sequences

HIV-1/SIVcpz Proteins

Name Accession Proteins Author Reference
A2.CD.97.97CDKTB48 AF286238  All Gao, F. ARHR 17(8):675-688 (2001)
A2.CY.94.94CY017_41 AF286237, All Gao, F. ARHR 17(8):675-688 (2001)
A.SN.01.DDI579 AY521629, All Meloni, S.T. J Virol 78(22):12438-12445 (2004)
A.SN.01.DDJ369 AY521631] All Meloni, S.T. J Virol 78(22):12438-12445 (2004)
A.SN.96.DDJ360 AY521630, All Meloni, S.T. J Virol 78(22):12438-12445 (2004)
A.CD.02.02CD_KTBO035 AMO00055| All Vidal, N. ARHR 22(2):182-187 (2006)
A.CD.97.97CD_KCC2 AMO000053  All Vidal, N. ARHR 22(2):182-187 (2006)
A.CD.97.97CD_KTB13 AMO000054, All Vidal, N. ARHR 22(2):182-187 (2006)
B.AR.04.04AR151516 DQ383752 All Pando, M.A. Retrovirology 3 , 59 (2006)
B.AU.87.MB(C925 AF042101 All Oelrichs, R.B. J Biomed Sci 7(2):128-135 (2000)
B.BO.99.BOL0122 AY037270, All Carr, J.K. AIDS 15(15):F41-F47 (2001)
B.BR.03.BREPM2012 EF637046 All Sa-Filho, D. ARHR 23(9):1087-1094 (2007)
B.CA.97.CANB3FULL AY779553 All Cali, L. ARHR 21(8):728-733 (2005)
B.CN.05.05CNHB_hp3 DQ990880,  All Tan, J.-x. Chin Med J(Engl) 120(9); 831-3
(2007)
B.CO.01.PCMO001 AY561236/ All Sanchez, G.I. Am J Trop Med Hyg 74(4); 674-7
(2006)

B.GB.83.CAM1 D10112 All Saurya, S. ARHR 19(1):73-76 (2003)
B.GB.86.GBS8 AJ271445 All Farrar, G.H. J Med Virol 34(2):104-113 (1991)
B.GE.03.03GEMZ010 DQ207942  All Zarandia, M. ARHR 22(5):470-476 (2006)
B.IT.05.SG1 DQ672623|  Gag, Pol, Calugi, G. J Virol 80(23):11892-11896 (2006)

Vif, Vpr, Tat,

Rev, Vpu,

Env
B.JP.05.DR6538 AB287363 Al Sakamoto Unpublished
B.KR.05.05CSR3 DQ837381  All Cho Unpublished
B.NL.00.671_00T36 AY423387, All Geels, M.J. J Virol 77(23):12430-12440 (2003)
B.RU.04.04RU 128005 AY682547 All Galkin, A.N. ARHR 22(11):1192-1197 (2006)
B.TH.00.00TH_C3198 AY945710,  Gag, Pol, Watanaveeradej, V.  ARHR 22(8):801-7 (2006)

Vif, Vpr, Tat,

Rev, Vpu,

Env N
B.UA.01.01UAKV167 DQ823362  All Saad, M.D. ARHR 22(8):709-714 (2006) s
B.US.04.ES10_53 EF363127 All Blankson, J.N. J Virol 81(5):2508-2518 (2007) ;
B.US.99.PRB959_03 AY331296/ All Bernardin, F. J Virol 79(17):11523-11528 (2005) >
C.AR.01.ARG4006 AY563170, All Carrion, G. ARHR 20(9):1022-1025 (2004) 2
C.BR.04.04BRO13 AY727522| All Sanabani, S. ARHR 22(2):171-176 (2006) T
C.BW.00.00BW07621 AF443088  All Novitsky, V. J Virol 76(11):5435-5451 (2002)
C.CN.98.YNRL9840 AY967806/ Gag, Pol, Qiu, Z. ARHR 21(12):1051-1056 (2005)

Vif, Vpr, Tat,

Rev, Vpu,

Env
C.ET.02.02ET_288 AY713417, All Brown, B.K. J Virol 79(10):6089-6101 (2005)
C.GE.03.03GEMZ033 DQ207941| All Zarandia, M. ARHR 22(5):470-476 (2006)
C.IL.99.99ET7 AY255824|  All Harris, MLE. ARHR 19(12):1125-33 (2003)
C.IN.99.01IN565_10 AY 049708 All Khurana Unpublished
C.KE.00.KER2010 AF457054  All Dowling, W.E. AIDS 16(13):1809-1820 (2002)
C.MM.99.mIDU101_3 AB097871  All Takebe, Y. AIDS 17(14):2077-87 (2003)
C.MW.93.93MW_965 AY713413] All Brown, B.K. J Virol 79(10):6089-6101 (2005)
C.SN.90.90SE_364 AY713416/ All Brown, B.K. J Virol 79(10):6089-6101 (2005)
C.S0.89.89SM_145 AY713415 All Brown, B.K. J Virol 79(10):6089-6101 (2005)
C.TZ.02.CO178 AY734556/ All Arroyo, M.A. AIDS 19(14):1517-1524 (2005)
C.UY.01.TRA3011 AY563169, All Carrion, G. ARHR 20(9):1022-1025 (2004)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286238
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286237
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY521629
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY521631
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY521630
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AM000055
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AM000053
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AM000054
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ383752
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF042101
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY037270
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF637046
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY779553
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ990880
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY561236
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=D10112
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ271445
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ207942
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ672623
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB287363
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ837381
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY423387
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY682547
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY945710
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ823362
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF363127
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY331296
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY563170
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY727522
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF443088
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY967806
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY713417
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ207941
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY255824
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY049708
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF457054
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB097871
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY713413
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY713416
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY713415
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY734556
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY563169
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Sequences

Name Accession Proteins Author Reference
C.YE.02.02YE511 AY795906, All Saad, M.D. ARHR 21(7):644-648 (2005)
C.ZA.04.04ZASK164B1 DQO056405  All Rousseau, C.M. J Virol Methods 136(1-2):118-125
(2006)
C.ZA.05.05ZAPSK240B1 DQ369991  All Rousseau, C.M. J Virol Methods 136(1-2):118-125
(2006)
C.ZM.02.02ZM108 AB254141  All Tatsumi Unpublished
D.CD.83.ELI K03454 All Alizon, M. Cell 46(1):63-74 (1986)
D.CM.01.01CM_0009BBY AY371155 Gag, Pol, Kijak, G.H. ARHR 20(5):521-530 (2004)
Vif, Vpr, Tat,
Rev, Vpu,
Env
D.KE.01.NKU3006 AF457090  All Dowling, W.E. AIDS 16(13):1809-1820 (2002)
D.KR.04.04KBH8 DQO054367, All Cho Unpublished
D.TD.99.MNO11 AJ488926 All Vidal, N. JAIDS 33(2):239-246 (2003)
D.TZ.01.A280 AY253311] All Arroyo, M.A. ARHR 20(8):895-901 (2004)
D.UG.99.99UGK09259 AF484498  All Harris, MLE. ARHR 18(17):1281-1290 (2002)
D.YE.01.01YE386 AY795903] All Saad, M.D. ARHR 21(7):644-648 (2005)
D.YE.02.02YES516 AY795907  All Saad, M.D. ARHR 21(7):644-648 (2005)
D.ZA.90.R1 EF633445 All Jacobs, G.B. ARHR 23(12):1575-8 (2007)
F1.AR.02.ARE933 DQ189088| Gag, Pol, Aulicino, P.C. ARHR 21(2):158-164 (2005)
Vif, Vpr, Tat,
Rev, Vpu,
Env
F1.BE.93.VI850 AF077336/  All Laukkanen, T. Virology 269(1):95-104 (2000)
F1.BR.01.01BR125 DQ358802  All Sanabani, S. Infect Genet Evol 6(5):368-377
(2006)
F1.ES.x.P1146 DQ979023, All Sierra Unpublished
F1.F1.93.FIN9363 AF075703  All Laukkanen, T. Virology 269(1):95-104 (2000)
F2.CM.02.02CM_0016BBY AY371158  Gag, Pol, Kijak, G.H. ARHR 20(5):521-530 (2004)
Vif, Vpr, Tat,
Rev, Vpu,
Env
F2.CM.95.MP257 AJ249237 All Triques, K. ARHR 16(2):139-151 (2000)
F2.CM.97.CM53657 AF377956/  All Carr, J.K. Virology 286(1):168-181 (2001)
G.BE.96.DRCBL AF084936/ All Qelrichs, R.B. ARHR 15(6):585-589 (1999)
G.CM.01.01CM_4049HAN AY371121  Gag, Pol, Kijak, G.H. ARHR 20(5):521-530 (2004)
Vif, Vpr, Tat,
Rev, Vpu,
Env
G.CU.99.Cu74 AY586547  All Sierra, M. JAIDS 45(2):151-160 (2007)
G.ES.99.X138 AF450098  All Delgado, E. JAIDS 29(5):536-543 (2002)
G.GH.03.03GH175G AB287004  All Takekawa Unpublished
G.KE.93.HH8793_12_1 AF061641 All Salminen, M. ARHR 8(9):1733-1742 (1992)
G.NG.01.0INGPL0669 DQI168576/ All Carr Unpublished
G.PT.x.PT2695 AY612637  All Esteves Unpublished
G.SE.93.SE6165 AF061642,  All Carr, J.K. Virology 247(1):22-31 (1998)
H.BE.93.VI991 AF190127  All Janssens, W. AIDS 14(11):1533-1543 (2000)
H.BE.93.VI997 AF190128  All Janssens, W. AIDS 14(11):1533-1543 (2000)
H.CF.90.056 AF005496  All Gao, F. J Virol 72(7):5680-5698 (1998)
J.CD.97.J_97DC_KTB147 EF614151 All Abecasis, A.B. J Virol 81(16):8543-8551 (2007)
J.SE.93.SE7887 AF082394)  All Laukkanen, T. ARHR 15(3):293-297 (1999)
K.CD.97.EQTBI11C AJ249235 All Triques, K. ARHR 16(2):139-151 (2000)
K.CM.96.MP535 AJ249239 All Triques, K. ARHR 16(2):139-151 (2000)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY795906
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ056405
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ369991
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB254141
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=K03454
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY371155
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF457090
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ054367
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ488926
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY253311
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF484498
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY795903
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY795907
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF633445
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ189088
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF077336
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ358802
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ979023
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF075703
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY371158
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ249237
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF377956
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF084936
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY371121
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY586547
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF450098
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB287004
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF061641
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ168576
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY612637
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF061642
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF190127
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF190128
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF005496
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF614151
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082394
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ249235
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ249239

Sequences

HIV-1/SIVcpz Proteins

Name Accession Proteins Author Reference
01_AE.CF.90.90CF11697 AF197340  All Anderson, J.P. J Virol 74(22):10752-10765 (2000)
01_AE.CN.05.FJO51 DQ859178  All Huang, H.L. Chin Med J 119(19):1622-1628
(2006)
01_AE.CN.06.FJ054 DQ859180  All Huang, H.L. Chin Med J 119(19):1622-1628
(2006)

01_AE.HK.x.HK001 DQ234790  All Tsui Unpublished
01_AE.TH.01.01TH_R2184 AY945730, Gag, Pol, Watanaveeradej, V.  ARHR 22(8):801-7 (2006)

Vif, Vpr, Tat,

Rev, Vpu,

Env
01_AE.TH.02.0UR7691 AY358062| Gag, Pol, Tovanabutra, S. ARHR 20(5):465-75 (2004)

Vif, Vpr, Tat,

Rev, Vpu,

Env
01_AE.TH.90.CM240 Us54771 Gag, Pol, Carr, J.K. J Virol 70(9):5935-5943 (1996)

Vif, Vpr, Tat,

Rev, Vpu,

Env
01_AE.US.00.00US_MSCl1164 AY444804)  Gag, Pol, Tovanabutra, S. ARHR 21(5):424-429 (2005)

Vif, Vpr, Tat,

Rev, Vpu,

Env
02_AG.CM.02.02CM_4082STN |AY371141 Gag, Pol, Kijak, G.H. ARHR 20(5):521-530 (2004)

Vif, Vpr, Tat,

Rev, Vpu,

Env
02_AG.EC.x.ECU41 AY151001  Gag, Pol, Carrion, G. ARHR 19(4):329-32 (2003)

Vif, Vpr, Tat,

Rev, Vpu,

Env
02_AG.GH.03.GHNJ196 AB231898  All Tatsumi Unpublished
02_AG.NG.01.PLO710 DQ168577  All Carr Unpublished
02_AG.NG.x.IBNG L.39106 All Howard, T.M. ARHR 10(12):1755-1757 (1994)
02_AG.SE.94.SE7812 AF107770,  All Laukkanen Unpublished
02_AG.SN.98.MP1211 AJ251056 All Toure-Kane, C. ARHR 16(6):603-609 (2000)
03_AB.RU.97.KAL153_2 AF193276  All Liitsola, K. ARHR 16(11):1047-1053 (2000)
04_cpx.CY.94.CY032 AF049337  All Gao, F. J Virol 72(12):10234-10241 (1998)
05_DFEBE.x.VI1310 AF193253  All Laukkanen, T. Virology 269(1):95-104 (2000)
06_cpx.AU.96.BFP90 AF064699  All Oelrichs, R.B. ARHR 14(16):1495-1500 (1998)
08_BC.CN.97.97CNGX_6F AYO008715 All Piyasirisilp, S. J Virol 74(23):11286-11295 (2000)
09_cpx.GH.96.96GH2911 AY093605 All McCutchan, FE. ARHR 20(8):819-826 (2004)
10_CD.TZ.96.96TZ_BF061 AF289548  All Koulinska, I.N. ARHR 17(5):423-431 (2001)
11_cpx.GR.x.GR17 AF179368  All Paraskevis, D. ARHR 16(9):845-855 (2000)
12_BF.AR.99.ARMA159 AF385936  All Carr, J.K. AIDS 15(15):F41-F47 (2001)
13_cpx.CM.96.1849 AF460972/  All Wilbe, K. ARHR 18(12):849-56 (2002)
14_BG.DE.01.9196_01 AY 882421 All Harris, B. ARHR 21(7):654-660 (2005)
15_01B.TH.99.99TH_MU2079 AF516184  All Viputtijul, K. ARHR 18(16):1235-1237 (2002)
16_A2D.KR.97.97KR004 AF286239  All Gao, F. ARHR 17(8):675-688 (2001)
17_BF.PE.02.PE02_PCRO0155 EU581828  All Carr Unpublished
18_cpx.CU.99.CU76 AY586540, All Thomson, M.M. AIDS 19(11):1155-63 (2005)
19_cpx.CU.99.CU7 AY 894994,  All Casado, G. JAIDS 40(5):532-537 (2005)
20_BG.CU.99.Cul03 AY586545 All Sierra, M. JAIDS 45(2):151-160 (2007)
21_A2D.KE.91.KNH1254 AY945737,  All Visawapoka, U. ARHR 22(7):695-702 (2006)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF197340
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ859178
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ859180
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ234790
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY945730
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY358062
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U54771
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY444804
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY371141
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY151001
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB231898
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ168577
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L39106
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF107770
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ251056
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF193276
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF049337
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF193253
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF064699
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY008715
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY093605
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF289548
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF179368
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF385936
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF460972
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY882421
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF516184
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286239
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU581828
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY586540
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY894994
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY586545
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY945737
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HIV-1/SIVcpz Proteins

Sequences

Name Accession Proteins Author Reference
22_01A1.CM.01.01CM_0001BBY AY371159  Gag, Pol, Kijak, G.H. ARHR 20(5):521-530 (2004)

Vif, Vpr, Tat,

Rev, Vpu,

Env
23_BG.CU.03.CB118 AY900571] All Sierra, M. JAIDS 45(2):151-160 (2007)
24_BG.CU.03.CB378 AY900574| All Sierra, M. JAIDS 45(2):151-160 (2007)
24_BG.CU.03.CB471 AY900575  All Sierra, M. JAIDS 45(2):151-160 (2007)
25_cpx.CM.01.101BA DQ826726/ All Carr Unpublished
27_cpx.CD.97.97CDKTB49 AJ404325 All Vidal, N. ARHR 16(18):2059-2064 (2000)
28_BF.BR.99.BREPM 12609 DQO085873  All Sa Filho, D.J. ARHR 22(1):1-13 (2006)
29_BF.BR.02.BREPM119 AY771590, All Sa Filho, D.J. ARHR 21(2):145-151 (2005)
31_BC.BR.02.110PA EF091932 All Santos, A.F. AIDS 20(16):2011-2019 (2006)
32_06A1.EE.01.EE0369 AY535660, All Adojaan, M. JAIDS 39(5):598-605 (2005)
33_01B.MY.05.05MYKLO07_1 |DQ366659  All Tee, K.K. JAIDS 43(5):523-529 (2006)
34_01B.TH.99.0UR2478P EF165541 All Tovanabutra, S. ARHR 23(6):829-833 (2007)
35_AD.AF.05.05AF095 EF158041 All Sanders-Buell, E. ARHR 23(6):834-839 (2007)
36_cpx.CM.00.00CMNYU830 EF087994 All Powell, R.L. ARHR 23(8):1008-1019 (2007)
37_cpx.CM.00.00CMNYU926 EF116594 All Powell, R.L. ARHR 23(7):923-933 (2007)
38_BF1.UY.05.UY05_4752 FJ213780 All Ruchansky Unpublished
39_BF.BR.03.03BRRJ103 EU735534  All Guimaraes, M.L. AIDS 22(3):433-435 (2008)
40_BF.BR.04.04BRRIJ115 EU735538  All Guimaraes, M.L. AIDS 22(3):433-435 (2008)
42_BF.LU.03.luBF_05_03 EU170155 Al Struck Unpublished
43_02G.SA.03.J11223 EU697904  All Badreddine, S. ARHR 23(5):667-674 (2007)
U.CD.83.83CD003 AF286236| All Gao, F. ARHR 17(12):1217-1222 (2001)
U.CD.90.90CDI121E12 AF457101  All Mokili, J.L. ARHR 18(11):817-823 (2002)
U.GR.99.GR303 AY 046058  All Paraskevis, D. J Gen Virol 82(Pt 10):2509-2514

(2001)
U.NL.95.U_NL_95_H10986_D1 EF029066 All van der Hoek, L. ARHR 23(3):466-470 (2007)
CPZ.CD.90.ANT U42720 All Vanden Haesevelde, Virology 221(2):346-350 (1996)
M.M.
CPZ.CM.01.SIVcpzCAM13 AY169968  All Nerrienet, E. J Virol 79(2):1312-9 (2005)
CPZ.CM.05.SIVcpzEKS05 DQ373065  All Keele, B.F. Science 313(5786):523-526 (2006)
CPZ.CM.05.SIVcpzLB7 DQ373064  All Keele, B.F. Science 313(5786):523-526 (2006)
CPZ.CM.05.SIVcpzMB66 DQ373063 All Keele, B.F. Science 313(5786):523-526 (2006)
CPZ.CM.05.SIVcpzMT145 DQ373066/ All Keele, B.F. Science 313(5786):523-526 (2006)
CPZ.GA.88.GABI1 X52154 All Huet, T. Nature 345(6273):356-359 (1990)
CPZ.TZ.00.TAN1 AF447763  All Santiago, M.L. J Virol 77(3):2233-2242 (2003)
CPZ.US.85.CPZUS AF103818  All Gao, F. Nature 397(6718):436-441 (1999)
CPZ.CM.x.SIVcpzDP943 EF535993 All Heuverswyn, F.V. Virology 368(1):155-171 (2007)
CPZ.CM.x.SIVcpzMB897 EF535994 All Heuverswyn, F.V. Virology 368(1):155-171 (2007)
N.CM.02.DJO0131 AY532635 All Bodelle, P. ARHR 20(8):902-908 (2004)
N.CM.04.04CM_1015_04 DQO017382  All Yamaguchi, J. ARHR 22(1):83-92 (2006)
N.CM.04.04CM_1131_03 DQO017383  All Yamaguchi, J. ARHR 22(1):83-92 (2006)
N.CM.95.YBF30 AJ006022 All Simon, F. Nat Med 4(9):1032-1037 (1998)
N.CM.97.YBF106 AJ271370 All Roques, P. AIDS 18(10):1371-1381 (2004)
O.BE.87.ANT70 1L.20587 All Vanden Haesevelde, J Virol 68(3):1586-1596 (1994)
M.
0.CM.91.MVP5180 1.20571 All Gurtler, L.G. J Virol 68(3):1581-1585 (1994)
0.CM.96.96CMABB637 AY 169810, All Yamaguchi, J. ARHR 19(11):979-988 (2003)
0.CM.98.98CMA104 AY169802 All Yamaguchi, J. ARHR 19(11):979-988 (2003)
0.CM.99.99CMU4122 AY 169815  All Yamaguchi, J. ARHR 19(11):979-988 (2003)
0.FR.92.VAU AF407418  All Vartanian, J.P. J Gen Virol 83(Pt 4):801-805
(2002)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY371159
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY900571
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY900574
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY900575
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ826726
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ404325
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ085873
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY771590
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF091932
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY535660
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ366659
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF165541
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF158041
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF087994
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF116594
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ213780
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU735534
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU735538
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU170155
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU697904
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF286236
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF457101
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY046058
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF029066
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U42720
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169968
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ373065
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ373064
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ373063
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ373066
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X52154
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF447763
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF103818
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF535993
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF535994
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY532635
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ017382
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ017383
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ006022
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ271370
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L20587
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L20571
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169810
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169802
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169815
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF407418

HIV-1/SIVcpz Proteins

Sequences
Name Accession Proteins Author Reference
0.SN.99.SEMP1299 AJ302646 All Toure-Kane, C. ARHR 17(12):1211-1216 (2001)
0.US.99.99USTWLA AY 169814 All Yamaguchi, J. ARHR 19(11):979-988 (2003)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ302646
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169814
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membrane binding

Gag start, p17 start nuclear localization
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CyPA binding major homology region
B.FR.83.HXB2 SPRTLNAWVKVVEEKAFSPEVIPMFSALSEGATPQDLNTMLNTVGGHQAAMQMLKETINEEAAEWDRVHPVHAGPTAPGQMREPRGSDIAGTTSTLQEQIGWMT . . . NNPPIPVGEIYKRWIILGLNKIVRMYSPTSILDIRQGPKEPFRDYVDRFYKTLRAEQASQEVK 314
01 AECF90 90CF11697 314
01_AE.CN.0:
AE.CN.OG.FJ054
AE.HK.x.HK001
AE.T Ol OlTH R2184

S——J7UJT PERREES

31
31
31
31
31
31
31
30
27
31
30
31
31
31

03_AB.RU.97.KAL153_2
04_cpx.CY.94.CY032
05_DEBE.x.VI1310
06_cpx.AU.96.BFP90
08_BC.CN.97.97CNGX_6F
09_cpx.GH.96.96GH2911
10_CD.TZ.96.96TZ_BF061
11_cpx.GR.x.GR17
12_BF.AR.99.ARMA159
13_cpx.CM.96.1849
14_BG.DE.01.9196_01
15_01B.TH.99.99TH_MU2079

16_A2D.KR.97.97KR004
17_BEPE.02.PE02_PCR0155

18_cpx.CU.99.CU76
19_cpx.CU.99.CU7
20_BG.CU.99. CulO?

21_A2D.KE.91. KNH1254 - N
ORI XL OTO1CM G001 BBY: 11111111 GoN---CIIIIIIIII T

23_BG.CU.03.CB118

24 _BG.CU.03.CB378
24"BG.CU.03.CB471

25_cpx.CM.01.101BA
27_cpx.CD.97.97CDKTB49
28_BF.BR.99.BREPM 12609
29 BEBR.02. BREPM] 19

1_BC.BR.02.110PA
32 ~06A1.EE.01.EE0369

33_01B.MY.05.05MYKLO007_1
34_01B.TH.99.0UR2478P
35_AD.AF.05.05AF095
36_cpx.CM.00.00CMNY U830
37_cpx.CM.00.00CMNYU926

38_BF1.UY.05.UY05_4752
39_BFE.BR.03.03BRRJ103

40_BF.BR.04.04BRRJ115
42_BF.LU.03.luBF_05_03
43 OZG SA 03 Jl 1223

U.CD.8 003
U.CD 909OCDI2IE12

UGR 99.GR303

U.NL.95.U_NL_95_H10986_D1 --

CPZ CD. 90 ANT

CPZ US.85.CPZUS
CPZ.CM.x.SIVcpzDP943
CPZ.CM.x.SIVcpzMB897

T----- AL----G-L-V---V--

FR.92. VAU
SN.99.SEMP1299
US.99.99USTWLA

A
A
A
A
A
A
A
A

o}

0.C

8 .CM.! 99 99CMU4122
0.

0.

" "RPGN- - - -XD- -RK--V----- M-K--- vooio-

HIV-1/SIVepz

Proteins

geo

surjold ZdIAIS/T-ATH



14 8%

6007 wnipuadwo)) duanbag ATH

sul)0id

ZdOAIS/L-AIH

p24 en(:L})Z start p2 end\)ﬂ start Zn motif Zn motif p7 en(:Lpl start pl en(fL})é start Vpr binding

B.FR.83.HXB2 NWMTETLLVQNANPDCKTILKALGPAATLEEMMTACQGVGGPGHKARVLAEAMSQVTNS. . . .. ATIMMQRGNFR.NQRKIVKCFNCGKEGHTARNCRAPRKKGCWKCGKEGHQMKDCT. . . . ERQANFLGKIWPSY. .. .KGRPGNFLQSR. . .PEPT
A1.GE.99.99GEMZ011 ---. . - e -S.
A1.KE.00.KER2008 Al K L S... P

E95 UGSE8]31
A.01.0lUADN139
92.92 7

cac
QO
eeo)
Ot

o

O
et
go
?;w
~

=]

3

N}

D.97.97CDKTB48

Y.94.94CY017_41
.DDI579

:01.DDJ369

R R e
3
INs

ﬁh
2

S

S
.SN.96.DDJ360
.CD.02.02CD_KTB035
.CD.97.97CD_KCC2
.C
Al

D.97.97CD_KTB13
R.04.04AR151516
.AU.87.MBC925
.BO.99.BOLO12
.BR.03.BREPM2012
.CANB3FULL
:05.05CNHB_hp3
PCMO001

6.GB8
:03.03GEMZ010

mwwOZ
: ofE
UV’ e
>
E

o)

w>cc:Hw2kL*ooooo§

% G T
(=}
E

-0:
/.00.00BW07621
.98. YNRLI840

02ET_288
.03.03GEMZ033

\99ET7
.99.01IN565_10

.00.KER2010
.99.mIDU101_3
93 93MW€96—5

:
=

SEamow
FHZ
OO

8323

APPAESFRVRP

<N
MSS\D
=
2== &

[04.04ZASK164B
.05. OSZAPSK24OB1
OZZMIOS

SoO
==

=8=8E=
Sz
= O

Z

S

PO NI e i
Ie)
=<
=3
SGS
o5z =
g%» ]
<
=3
=2
=)
=}
s}
<

mRO0 NNN<cavuzzix

NOER2E 2558

A280
99UGK09259
E386

<

seiselo)
<

TUTTTTTTTT 0NNNNNNNNNNNNNNNNNN KNS IE WE W E W E R T EEETET >3 >3 5 335 3 3 > > >
gpcaoc.ooooo S
el

s

;wwmw
7

02 ARE93"§
.93.VI850
.01 01B6RIZi

Qe
>
el

vlelolellells!

BE.96.DRCBL
CMOTOICM 4049HAN

'SE.93.SE6165
.BE.93.VI991

H.CE90.056

J.CD. 971 97DC KTB147
JSE9

KACD,97AE TBllC
K.CM.96.MP535

TE 000000000
=
jes]
Net
3
=
%
\O
g
I~

surjolg ZdIAIS/T-ATH

gen



6007 wnipuadwo)) duanbag ATH

SI€

p24 en(:L})Z start p2 end\)ﬂ start Zn motif Zn motif p7 en(:Lpl start pl end«})() start Vpr binding
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Vpr binding
Vpr binding p6 end, Gdé end
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Al GE9999GEMZ()11 . .. ---FFW-IIM. -N.. RD-E------------- Keooomom e D-K-II- E——V—K—r— --SN QT ... 136
A1.KE.00.KER2008 . . I -K Lo 136
A1.KE.00.KNH1144 37
A1.KE.00.KSM4024 - 36
A1.KE.00.MSA4069 D-E 36
A1.KE.00.NKU3005 D-D 36
A1.RU.00.RU00051 RD-E 41
A1.RW.93.93RW_024 -D-E 36
A1.SE.95.SE889T RD-E 36
AI.SE.95.UGSE8131 D-E 36
AL.TZ.01.A173 D-E 36
A1.UA.01.01UADN139 RD-E 36
A1.UG.92.92UG037 -D-N 36
A1.UG.99. 99UGA07072 -D-E 36
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A.SN.01.DDI579 D-E 36
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. . V. Ni I-ME oo 136
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G.PT.x.PT2695 . 51
G.SE.93.SE6165 ---TGIORNW*. 35
H.BE.93.VI991 T--M-TQRN-P. 136
H.BE.93.VI997 T--MR...N-P.Q 133
H.CF.90.056 T--M- TORN P. 136
J.CD.97.J 97DC KTB147 TK M- TOMNWK. 143
J.SE.93.SE78 --M-TQKNW- . 136
KCD9 .E TBlIC --AR IORNW-. 136
K.CM.96.MP535 - - -RGMQRNW- . 136
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Env start signal pepudevgp120 start

B.FR.83.HXB2 MRVKE. . .KYQ.HLWRWGW. .. .RW..... GTMLLGMLMI . CSATEK
01_AE.CF.90.90CF11697 -G- rGTOMNWP. e RD-D
01_AE.CN.05.FJ051 QMNWP . D-D
01_AE.CN.06.FJ054 D-D
01_AE.HK .x.HK001 D-D
01_AE.TH.01.01TH_R2184 RD-D
01_AE.TH.02.0UR7691 RD-D
01_AE.TH.90.CM240 . RD-D
01_AE.US.00.00US_MSC1164 - ----TQMNWP. D-E
02_AG.CM.02.02CM_4082STN - - —MGIOKN P. D-E
02"AG.EC.x.ECU41 ---MGIQKN-P. RD-E
02_AG.GH.03.GHNJ196 -- —MGTOKN P. RD-D
02-AG.NG.01.PL0O710 -G-M-IQKSCP. D-E
02_AG4NG.x‘IBNG ---MGIQKN-P. T-E

“AG.SE.94.SE7812 ---MGIQKN-P. RD-E
02_AG.SN.98.MP1211 - - -MGILKSCP. RD-E
03_AB.RU.97.KAL153.2 ----- IRK.H...
04_cpx.CY.94.CY032 - - -MGMQRN-P.
05_DEBE.x.VII1310 - - -RGMQRNWP .
06_cpx.AU.96.BFP90 ----GIQTSW-.
08_BC.CN.97.97CNGX_6F RGTRRN- - .

09_cpx.GH.96.96GH2911 -----IQRNW-.
10_CD.TZ.96.96TZ_BF061 -T-TGIQRNCR.
11_cpx.GRx.GR17  ----- TQRNWH.
12_BF.AR.99.ARMA159 - --RGMQRNW- .
13_cpx.CM.96.1849 --ARGIQMTW- .
14_BG.DE.01.9196_01 -KA-GIQRNC-.
15_01B.TH.99.99TH_MU2079  ----- TQMNWP.

16_A2D.KR.97.97KR004 ---RGIQRN- -
17_BEPE.02.PE02_PCRO0155 - - -RGMQRN- -
18_cpx.CU.99.CU76 ---RGTQRN-P.
19_cpx.CU.99.CU7 ---MGTRRS-P. --LI--LVIM.---FDN..
20_BG.CU.99.Cul03 ----GIOTNW-. --LII-LGI-.---SNN..
21_A2D.KE.91. KNH1254 MKRNC- .
22_01A1.CM.01.01CM OOOIBBY»--RGTOMTW- .
23_BG.CU.03.CB118 ----GIQKNW-.
----GIQMNW- .
---RGIPMNW- .
25, cpxCMOl 101BA ---R-IQRN-P.
27_cpx.CD.97.97CDKTB49 ----GTQRNW- .
28_BF.BR.99.BREPM 12609 - - -RGMQRNWK .
29_BF.BR.02.BREPM119 - -ARGTRKNC- .

31_BC.BR.02.110PA
32_06A1.EE.01.EE0369

33_01B.MY.05.05SMYKLOO7_1 - ----TRMNWP.
34_01B.TH.99.0UR2478P ----- TQMNWL .

----GIQRNW-.
---RGTQMNWS .

35_AD.AF.05.05AF095 T--MGTQMNW- .
36_cpx.CM.00.00CMNYU830  --ARGTQRNCL.
37_cpx.CM.00.00CMNYU926  ---MGIQRN-P.

38_BF1.UY.05.UY05_4752 - - -RGMQRNW- .
39_BF.BR.03.03BRRJ103 - --RGMQRNW- .

40_BF.BR.04.04BRRJ115 ----GIKKNC-.
42_BF.LU.03.luBF_05_03 ---TGIMKN--.
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glycosylation NSS
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16_A2D.KR.97.9 L PAAERTPPAA- -EG- 155
17_BEPE.02. PE02 PCROI 55 .PGTRRAEPA- -EG- 153
18_cpx.CU.99.CU76 . . PRTPPAESO ER. . . 145
19_cpx.CU.99.CU7 145
20_BG.CU.99.Cul03 142
21_A2D.KE.91.KNH1254 . ) G . . . 146
237BG.CU.03.CB118 APPAXNP- - -AG- - -V-Q- -AR- - W-KQ 147
24_BG.CU.03.CB378 .. .RGGASONLASHEHS- -VG---V-Q--AR- 162
24"BG.CU.03.CB471 ..---EI ARQEP- - -VG---V- 0- -AR- 148
25_cpx.CM.01.101BA 147
27_cpx.CD.97.97CDKTB49 146
28_BF.BR.99.BREPM12609 149
29_BEBR. 02 BREPMI 19 145
31_BC.BR.O! 143
32706A1.EE. 01 EE0369 145
33_01B.MY.05.05SMYKLO007_1 . 145
34_01B.TH.99.0UR2478P . . .TP»--EG---V-O-»D .. 145
35_AD.AF.05.05AF095 . . .-PA--QG---V-Q . 143
36_cpx.CM.00.00CMNY U830 131
37_cpx.CM.00.00CMNYU926 132
38_BF1.UY.05.UY05_4752 148
39_BF.BR.03.03BRRT103 143
40_BF.BR.04.04BRRJ115 149
42_BF.LU.03.luBF_05_03 145
43_02G.SA.03.J11223 153
U.CD.83.83CD003 46
U.CD.90.90CDI121E12 46
U.GR.99.GR303 -- 52
U.NL. 95 U NL 95 _H10986_D1 -- . T . 52
CPZ.C! --SA . H TIGTEKDVITYS DHT - G T R 43
CPZ. CM 01 SIVCpZCAMl3 . - IK . -PI -QTL- - -DEMKHH- EE- Y- -K- i 47
CPZ.CM.05.SIVcpzEK 505 . e . E A.. 45
CPZ.CM.05.SIVcpzLB7 45
CPZ CM.05. SIVszMB66 45
CPZ.CM.05.SIVc T145 45
CPZ.GA.88.GAB 45
CPZ.TZ.00.TAN1 n
CPZ.US.85.CPZUS 49
CPZ.CM.x.SIVcpzDP943 47
CPZ.CM.x.SIVcpzMB897 45
N.CM.02.DJO0131 52
N.CM.04.04CM_1015_0: 51
N.CM.04.04CM 1131 0’3 52
N.CM.95.YBF30 51
N.CM.97.YBF106 . . 46
0.BE.87.ANT70 . -PG--QI--E-AAR- PON-»-L F--SHQ--- 51
0.CM.91.MVP5180 NA . -PG---V--E-ATR- PQN- - -L-F-DSHKD-D - 50
0.CM.96.96CMABB637 . . -PG--EI--Q-ADR- PQN---L-L--SHQ-S-E - 55
0.CM.98.98CMA104 . PG--XL--E AAR PQN- - -L-F--SHQD-DE - 51
0.CM.99.99CMU4122 . K G-- R- PQN---L-F--SHSD- -, - 49
0.FR.92.VAU VL . PQN-Q-L-F-GSHQGKG. .I - 53
0.SN.99.SEMP1299 PQN---L-F--SHQD- - - 49
0.US:99.99USTWLA PQN---L-F---YQD-D. . 49
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E.02.02YE516 ---D-KMV--E.
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.BE.93.VI850 ---D-EEV-K-.
BR.01.01BR125

S.x.P1146
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G.BE.9

G.CU.

GES.

G.GH.03.03GH175G

G.KE93.HH8793 12 |

GNG-01.0INGPL0669

G.PTx.PT2695

G.SE.93.SE6165 - -MD-AEV- - -
H.BE.93.VI991 ---D-QDV-K-.
HBE.93.VI997 I--D-QEV-R-.
H.CF.90.056 ---N-QEV-Q-.
1CDOTJ 9TDC_KTB147 ---D-GEV-R-.
J.SE.93.SE788 <--D-SEV---.
K.CD.97.E TBllC ---D-REV---.T
K.CM.96.MP535 --D-AEV--T.
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B.FR.83.HXB2

01_AE.CF. 90 90CF1 1697

01_AE.CN.0:

01 AE.CN.! 06 FJ054
01_AE.HK.x.HK001

02_AG.GH.03.GHNJ196
02_AG.NG.01.PLO710
02"AG.NG.x.IBNG
02_AG.SE.94.SE7812
02_AG.SN.98.MP1211
03_AB.RU.97.KAL153_2
04_cpx.CY.94.CY032
05_DF.BE.x.VI1310
06_cpx.AU.96.BFP90
08_BC.CN.97.97CNGX_6F
09_cpx.GH.96.96GH2911
10_CD.TZ.96.96TZ_BF061
11_cpx.GR.x.GR17
12_BF.AR.99.ARMA159
13_cpx.CM.96.1849
14_BG.DE.01.9196_01
15_01B.TH.99.99TH_MU2079
16_A2D.KR.97.97KR004
17_BF.PE.02.PE02_PCRO0155
18_cpx.CU.99.CU76
19_cpx.CU.99.CU7
20_BG.CU.99.Cul03

21_A2D.KE.91.KNH1254
23°BG.CU.03.CB118

24_BG.CU.03.CB378
24_BG.CU.03.CB471
25_cpx.CM.01.101BA
27_cpx.CD.97.97CDKTB49
28_BF.BR.99.BREPM 12609
29_BF.BR.02.BREPM119
31_BC.BR.02.110PA
32_06A1.EE.01.EE0369
33_01B.MY.05.05SMYKLO007_1
34_01B.TH.99.0UR2478P
35_AD.AF.05.05AF095
36_cpx.CM.00.00CMNYU830
37_cpx.CM.00.00CMNYU926

38 _BF1.UY.05.UY05_4752
39_BF.BR.03.03BRRJ103

40_BF.BR.04.04BRRJ115
42_BF.LU.03.luBF_05_03
43_02G.SA.03.J11223
U.CD.83.83CD003
U.CD.90.90CDI121E12
U.GR.99.GR303

U.NL.95.U_NL_95_H10986_D1

CPZ.CD.90.ANT
CPZ.CM.01.SIVcpzCAM13
CPZ.CM.05.. SIchzEKSOS
CPZ.CM.05.SIVcpzLB7
CPZ CM.! 05 Sch.pzMB66

5.CPZUS
CPZ.CM.x.SIVcpzDP943
CPZ.CM.x.SIVcpzMB897
N.CM.02.DJO0131
N.CM.04.04CM_1015_04
N.CM.04. O4CM 1131203
N.CM.95.YBE30
CM 97. YBFlO6
.87. ANT70
-91.MVP5180
.96. 96CMABB637
.98.98CMA104
.99.99CMU4122
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normal Nef end
LLHPVSLHGMDDPEREVLEWRFDSRLAFHHVARELHPEYF .

VPVEPDKIEEA.NKGENTS.
---D-KEV--D.
D T

KNC*

D--KD.
MD-AEV--- .
---D-AEV---.
---D-QEV---.
---N-EEV-K-.
---D-EEV--L.

---D-REV---.
- -D-KEV---.

<o -D-REV---,-----
---D-REV---.
---D-VEV-K-.
--ID-KEV---.
---D-AE----.
---D-SDV--N.
---S-AEV---.
---N-EEV-K- .
---DSNEV---.
---D-KEA-KD.
--MD-AEV---.

---D-SEV--E.
---D-ADV---.

--MD-AEV---.
--MD-AEV-
- K--
T--
---D-EQV-A-.
---D-E-V---.
---D-REV---.
---D-REV---.
---D-KEV---.
---D-GEVK-..... -
--D-VEV-K-

--N-EEV-K-.
S X-QV-K-.
--MD-ADV---.
--D-KEV---.

SID-VEV---.-E
- D-REVRGG#
T DREV--L.

CLTEEEV-Q-.-
--LT-EEV-K-.
---D-TDV

--LSAEAV-- -,

ZZZ-ZZZ
SEEF SEAnaoRr=6M

--LSEEAV---.

---SEEEA-RLG- TC RAN. -K--RS-GNT---MIT--

---SAEEA-RLG-TN-DA-. AHG-I-K-Q»-RS»GLT»I-LOK--»L- PKx.,
---SEAEA-RLG-TC-RAM. AHG-IPK-Q--TS--RT---LIT---L-.NKD-
---SEAEA--LG--H-RAK AHG-I-K-Q--RS-GLT---KIT---L-.PKD-
---SEAEA--LG--CVTAK. -HG-I-K-Q--RS-GNI---KVT---L-.LKD-
---SEAEA-ALG--C-RA-. -1-K-Q--RS--NT---LIT---L-.SKD-
---SEAEA--LG--C-RA-. K-Q--RS-GST---MVTN--L-.NKD-
---TEQEA-QLG- -D-GAM. -K-Q---S-GIT---MVT---L-.IKN-
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